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Evidence for screening for lung cancer with low-dose CT
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Current eligibility criteria are not sufficiently sensitive in
identifying those individuals who will benefit from screening



Developing the INTEGRAL protein panel and risk model:
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i Model training and validation (preliminary)

The Lung Cancer Cohort Consortium (LC3)
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Model training and validation (preliminary)
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Discussion and Conclusions

e First major exploration for circulating proteins prior to lung cancer diagnosis
e Potential for circulating protein biomarkers to improve risk assessment in LDCT screening
e Related funded initiatives
e Explore the potential of repeated protein measurements
 Implementation study in Kentucky, US

e Expansion to never smokers
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Take-home-message: It takes a village....
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